Abstract: A series of Schiff bases derived from 2-acetylpyridne and their metal complexes were characterized by elemental analysis, NMR, FT-IR and UV-Vis spectral studies. The complexes were screened for anti-bacterial activity against Methicillin-resistant Staphylococcus aureus (MRSA), Acinetobacter baumanni (AC), Klebsiella pneumonie (KB) and Pseudomonas aeruginosa (PA) using the disc diffusion and micro broth dilution assays. Based on the overall results, the complexes showed the highest activities against MRSA while a weak antibacterial activity was observed against A. baumanii and P. aeruginosa.
Introduction
Schiff base ligands containing various donor atoms (like N, O, S, etc.) show broad biological activities and are of special interest due to variety of ways in which they can bond to metal ions. It is known that the existence of metal ions bonded to biologically active compounds may enhance their activities [1] . Schiff base metal complexes show great diversity in their varied biological activities as
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anticonvulsant [2] , antifungal [3] [4] [5] [6] [7] , anti-HIV [8] , antiviral and anticancer [9] antimicrobial [10] [11] [12] [13] [14] [15] and antibacterial [16] agents.
Nosocomial infections caused by multidrug resistant bacteria are an increasing medical problem worldwide, particularly among immunocompromised patients and those hospitalized in intensive care units. Both Gram positive and Gram negative bacteria have developed high level resistance to multiple classes of antibacterial agents. These include methicillin resistant Staphylococcus aureus (MRSA), Pseudomonas aeruginosa, Acinetobacter baumannii, Escherichia coli and vancomycin resistant enterococci (VRE) [17] . Few available drugs such as linezolid and some newer glycopeptides, and tigecycline are active against MRSA and VRE, but their success rates are variable [18] . As such, there is a need to explore other sources of effective antibacterial compounds to augment the limited choice of drugs for therapeutic treatment.
In this study, transition metal complexes of some newly synthesized N,N′,N′′-donor Schiff base ligands obtained from the reaction of 4-(2-aminoethyl)morpholine, 4-(2-aminoethyl)piperazine or N,N-dimethylethylenediamine with 2-acetylpyridine in the presence of Cl − , Br − , and SCN − ions were examined for potential antimicrobial activities. Most of the synthesized compounds present a morpholine derivative which has been used as a building block for preparation of the antibiotic linezolid [19, 20] . The morpholine ring is important for antimicrobial activity as proved by quantitative structure activity relationship (QSAR) [21] . The objective of the study was to determine the anti-bacterial activities for the transition metals complexes against methicillin-resistant Staphylococcus aureus (MRSA), Acinetobacter baumanni (A. baumanni), Klebsiella Pneumonie (K. pneumonie) and Pseudomonas aeruginosa (P. aeruginosa) by using the disc diffusion and micro broth dilution assays.
Results and Discussion
The reaction of 2-acetylpyridine with 4-(2-aminoethyl)morpholine, 4-(2-aminoethyl)piperazine or N,N-dimethylethylenediamine resulted in the formation of corresponding Schiff base ligands; 2-morpholino-N-(1-(pyridin-2-yl)ethylidene)ethanamine (1), 2-(piperazin-1-yl)-N-(1-(pyridin-2-yl)-ethylidene)ethanamine (2) ions giving rise to different coordination complexes (Scheme 1). The compounds exhibited NMR, IR and UV-Visible spectra consistent with the proposed structures which allowed the synthesized complexes to be recognized as aqua{dithiocyanato- (2- (10) , respectively. In this context, it would be worthy morpholino-N-[1-(2-pyridyl)ethylidene] ethanamine N,N′,N′′} zinc (8) ,
, N1,N1-dimethyl-N2-(1-(pyridin-2-yl)ethylidene)ethane-1,2-diamine (3). The prepared Schiff bases further reacted cadmium(II), copper(II), nickel(II) and zinc(II) ions in the presence of Cl
N,N′,N′′}bis(thiocyanate) zinc(II) (9) , and aqua{2-morpholino-N-[1-(2-pyridyl)ethylidene]ethanamine to compare the structures of some earlier prepared complexes with the present ones. There are two reported complexes of nickel(II) perchlorate with the similar donor-Schiff base ligand [22] . Scheme 1. Reaction pathway for the coordinated complexes.
Infrared Spectra
The IR spectra of the compounds were recorded in the 4000-400 cm −1 range. The characteristic IR stretching frequencies along with their proposed assignments are summarized in the Experimental section. There are similarities in the IR spectra of the ligands and their corresponding metal complexes to each other, except for some slight variations in the shifts and intensities caused by different metal(II) ions. However, there were some significant differences between the metal(II) halides complexes and those of the thiocyanate complexes, as expected. The IR spectra of all the compounds possess very strong characteristic absorption bands in the 1,585-1,656 cm −1 region which are attributed to the C=N stretching vibration of the Schiff base functional group [11, 23, 24] . The hydrated complexes (4, 5 and 10) exhibited an IR band at approximately 650-700 cm −1 range due to ν(H 2 O), suggesting the coordination of water molecules [25, 26] . The characteristic sharp and distinct absorption bands for N=C=S appear in the 2,030-2,120 cm −1 region for compounds 4, 9 and 10 [27, 28] . All complexes showed M-N bands at a lower wavelength in the range of 454-556 cm −1 [29] [30] [31] [32] .
Electronic Spectra
The electronic spectra for all the compounds were obtained in DMSO solutions and showed absorption bands in three distinct regions. The first region ranging from 200 to approximately 229 nm, is characteristic for the electronic inter-ligand π→π* transitions [33] , while the second characteristic wavelength in the region of 280 nm to approximately 350 nm is the second inter ligand n→π transition [34] . The third distinct region ranging from 407 nm to approximately 500 nm is the characteristic for the ligand to metal charge transfer (LMCT) from the nitrogen atom to the transition metal centre [35] . For the nickel(II) and copper(II) ions, bands were observed between 600 and 750 nm which can be attributed to d-d* transitions of the metal ions respectively [36] .
2.3.
1 H-and 13 
C-NMR-NMR Spectra
The signals for the aromatic ring protons appear in the region of 7.80-8.80 [37] . While the other singlet peaks appeared in the region of 1.80-2.65 ppm which were attributed to CH 3 indicating the methyl on the carbonyl group [37] . Also in the piperazine compound 5 additional signals was observed at 2.30 ppm which was assigned to (NH-). In the 13 C-NMR spectra of the metal complexes, the signals in the range from 160.00-170.00 ppm were assigned to azomethine carbon atoms (C=N) [32] . Aromatic ring carbon atoms were determined in the range of 120.00-150.00 ppm [37] . Additional signals were observed at 21.98 ppm and 22.75 ppm, which were assigned to the carbon atom of (NCS) for compounds 4 and 9, respectively.
X-Ray Crystal and Molecular Structure
Compound 8 was obtained upon the reaction of 2-morpholino-N-[1-(2-pyridyl)ethylidene]-ethanamine with Zn(II) ion in the presence of potassium bromide. Similar to the structure of the analogous ZnCl 2 complex [38] , the metal center is five-coordinated by the N,N′,N′′-tridentate Schiff base ligand and two halogen atoms (Figure 1) . Figure 1 . The molecular X-ray structure of 8 and 9 showing the atom labeling scheme (50% probability ellipsoids). Hydrogen atoms are drawn as spheres of arbitrary radius.
The geometry of the complexes can be determined by using the index τ = (β-α)/60, where β is the largest angle and α is the second one around the metal center. For an ideal square-pyramid τ is 0, while 8 9 it is 1 in a perfect trigonal-bipyramid [39] . The τ value in the present structure is calculated to be 0.30, indicative of a distorted square-pyramidal geometry. The Zn-Br and Zn-N bond lengths in the complex are in agreement with the values reported in the literature [40, 41] . The Zn(II) ion in the compound, is five-coordinated by the N,N′,N′′-tridentate Schiff base ligand and two Br atoms in a distorted squarepyramidal geometry. The three Zn-N bond lengths as apparent from (Table 1) Table 2 summarizes the crystal data for compounds 8 and 9 zinc(II) complexes. (4) ratio. Like the structure of the zinc(II) thiocyanate complexes of similar Schiff bases [42, 43] , the present structure is a mononuclear square-pyramidal metal complex, the τ value being 0.35. In contrast, the cadmium(II) thiocyanate complex of the same Schiff base [44] , showed a polymeric structure wherein the metal centers are linked by the N:S-bridging thiocyanate ligands. In the crystal structure of the title compound, C---H...S interactions connect a pair of molecules, related by symmetry −x+1, −y, −z, around a center of inversion. The zinc atom is bonded to three donor nitrogen atoms of the ligand and two thiocyanates both bonded through the nitrogen atoms. The five Zn-N bond lengths as apparent from (Table 1) 
Antibacterial Activity Results
A total of ten Schiff-bases compounds were synthesized and screened for potential antibacterial activity against the emerging multi-drug resistance nosocomial bacterial pathogens in hospital settings, namely, methicillin-resistant Staphylococcus aureus, A. baumanii, K. pneumonia and P. aeroginosa. In the first level antibacterial screening with the disc diffusion assay, all compounds under study were tested against eight clinical strains, two from each bacterial species. Inhibition zones were observed in the Schiff base compounds. However, no inhibition zone was observed in any of the compounds tested against K. pneumonia (Table 3 ). All seven transition metal-bonded Schiff-base compounds were strongly inhibitive against MRSA, while they showed weak antibacterial activity against A. baumanii and P. aeroginosa in the disc diffusion test (Table 3 ). This higher antimicrobial activity of the metal complexes 4-10, compared with that of Schiff base ligands 1-3, is perhaps due to the change in structure as a result of coordination, as chelating tends to make metal complexes act as more powerful and potent bacteriostatic agents, thus inhibiting the growth of the microorganisms [45, 46] . These seven compounds were then analyzed further for the MIC and MBC value using broth micro-dilution assay ( Table 4 ). The result from broth micro-dilution assay was in total analogue to the disk diffusion screening. The test showed that, all of the seven compounds were most active against MRSA, with MIC value ranged from 0.7-2.9 µg/mL; MBC value ranged from 2.9-46.9 µg/mL (Table 4 ). Both A. baumanii and P. aeroginosa were resistant to the tested compounds at concentration lower than 93.8 and 187.0 µg/mL, respectively (Table 4) . Therefore, it was concluded that these seven compounds were highly inhibitive only against the Gram positive bacterium MRSA. Further antibacterial tests were conducted against eight clinical strains of multi-drug resistant MRSA (Table 5) showing varying responses towards the seven selected Schiff-based compounds in the disc diffusion assay (Figure 2 ), however, they demonstrated twenty percent of resistance rate (two strains out of ten were resistant to the seven tested compounds). The broth micro-dilution assay resulted in similar findings, in which all, but MRSA 0807-1 and MRSA 0808-35, were inhibited at MIC ranging from "1.5 to 11.7" µg/mL. Both, MRSA 0807-1 and MRSA 0808-35, were only inhibited at MIC ranging from "209.7 to 419.4" µg/mL. (Table 6 ) presented the antibiogram of ten clinical strains of MRSA used in this antibacterial analysis with some known antibacterial drugs in which MRSA either showed resistant (R), susceptible (S) or intermediate resistant (I) towards them. 0  0  0  5  6  2  5  5  0  0  0  0  5  5  3  0  0  0  0  0  0  0  0  4  21  22  7  7  0  0  8  8  5  24  23  9  8  0  0  11  19  6  22  23  9  8  0  0  10  10  7  23  22  10  10  0  0  8  8  8  21  20  10  9  0  0  9  9  9  23  23  9  8  0  0  10  9  10  22  22  7  7  0  0 
Experimental

General
Melting points were determined using a MEL-TEMP II melting point instrument and were not corrected. Microanalyses were carried out on a Perkin-Elmer 2400 elemental analyzer. C: 100.4 MHz) spectrometer. Chemical shifts are given in δ values (ppm) using TMS as the internal standard. The IR spectra were taken with a Perkin-Elmer RX1 FT-IR spectrophotometer.
2-Morpholino-N-(1-(pyridin-2-yl)ethylidene)ethanamine (1):
A mixture of 4-(2-aminoethyl)-morpholine (0.65 g, 5 mmol) and 2-acetylpyridine (0.61 g, 5 mmol) in ethanol (50 mL) was refluxed for 2 h followed by addition of few drops of glacial acetic acid. The obtained orange oil was solidified upon standing for 12 h at 55 °C in an oven. 
2-(Piperazin-1-yl)-N-(1-(pyridin-2-yl)ethylidene)ethanamine (2):
A mixture of 4-(2-aminoethyl)-piperazine (0.65 g, 5 mmol) and 2-acetylpyridine (0.61 g, 5 mmol) in ethanol (50 mL) was refluxed for three hours followed by addition of few drops of glacial acetic acid.
The same procedure as for 1 was applied as the prototype in the isolation of other Schiff bases. Yield: 40 (7): A mixture of 4-(2-aminoethyl)morpholine (0.65 g, 5 mmol) and 2-acetylpyridine (0.61 g, 5 mmol) in ethanol (50 mL) was refluxed for 2 h followed by addition of a solution of cadmium(II) acetate dihydrate (0.44 g, 1.65 mmol) and potassium bromide (0.196 g, 1.65 mmol) in a minimum amount of water was added. The mixture was refluxed for 2-3 h resulting in the formation of a white precipitate. More precipitate was obtained by removal of some solvent. 
N1,N1-Dimethyl-N2-(1-(pyridin-2-yl)ethylidene)ethane-1,2-diamine
Aqua{Dithiocyanato-(2-morpholino-N-[1-(2-pyridylethylidene]ethanamine N,N',N''}cadmium(II)
(
Chlorido(2-{1-[(2-morpholinoethyl)imino]ethyl}phenolato N,N′,N′′)copper(II)
Dibromido{2-morpholino-N-[1-(2-pyridyl ethylidene ethanamine N,N′,N′′}cadmium
X-Ray Structure Analyses
A single crystal of the complexes suitable for X-ray diffraction were mounted on a glass fibre using perfluoropolyether oil and cooled rapidly to 100 K in a stream of cold N 2 . Diffraction data were measured using a Bruker APEX II CCD area-detector diffractometer (graphite monochromated Mo Ka radiation, λ = 0.71073 Å). The orientation matrix, unit cell refinement and data reduction were all handled by the APEX II software (SAINT integration, SADABS absorption correction [47] . The structure was solved using direct methods and vectors in the program SHELXS-97 [48] and was refined by the full matrix least-squares method on F2 with SHELXL-97 [48] . All the nonhydrogen atoms were refined anisotropically and all the hydrogen atoms were placed at calculated positions and refined isotropically. Drawings of the molecules were produced with XSEED [49] .
Pharmacology
Bacterial Strains
The antibacterial activities of the investigated compounds were tested against a panel of multi-drug resistant nosocomial bacterial pathogens, consisted of ten (10) (Table 6 ). For each bacterial species, six to ten strains were included in the antibacterial study to capture possible drug resistance variation within species. All bacterial strains used in this study were obtained from the bacteria culture collection of Biomedical Science Laboratory, Institute of Graduate Studies University of Malaya, Kuala Lumpur, Malaysia.
Antimicrobial Testing
The synthesized compounds were first screened for potential antibacterial activity by testing against two randomly selected strains from each bacterial species, using disc diffusion assay [50] . Briefly, a loopful of an overnight bacterial culture of each strain was suspended in sterile 0.85% saline (BDH) to the concentration of approximately 10 8 cfu/mL (equivalent to 0.5 Mc Farland units) before inoculated evenly on the entire surface of Mueller Hinton agar (Oxoid) with a sterile cotton swab. Sterilized paper discs (Thermo Fisher, 6 mm diameter), impregnated with 30 µg of respective synthetic Schiff compound, and was placed on the inoculated agar plate. DMSO disc was used as a negative control in the test. The diameter of inhibition zone around the impregnated paper disc was measured after 18 h of incubation at 37 °C. All tests were performed in duplicate. Synthetic Schiff base compounds, in which inhibition zone was observed in any one of the four species tested, were selected for MIC and MBC determination with broth micro-dilution assay. Only compounds with MIC and MBC value lesser than "10 µg/mL" is considered potentially active against the corresponded bacterial species; and further tested against the entire collection of the corresponded bacterial species with disc diffusion assay. This was to determine the variation in the susceptibility responses to the tested compound within the bacterial species tested. The two selected strains for each species in the initial screening were: MRSA 0804-25 and MRSA 0807-7 for MRSA ( Figure 3) ; AC 0612-7 and AC 0903-21 for A. baumannii; KB 71 and KB 83 for K. pneumonia; and PA45 and PA104 for P. aeruginosa.
MIC Determination
Minimum inhibition concentrations (MICs) were determined with a 96-well broth micro-dilution assay. The inoculum was prepared by suspending an overnight culture in a sterile 0.85% saline (BDH) to approximate 10 8 cfu/mL (equivalent to 0.5 McFarland units) and further diluted in cation adjusted Mueller Hinton broth (CMHB; BD) to the concentration of 10 6 cfu/mL. Two-fold serial dilutions of the tested compound were prepared in CMHB across the 96-well microtiter plate with the highest concentration starting from 750 ppm (750 µL/mL) in duplicate rows. The prepared suspension of the bacteria was added to each well except the negative control wells of the microtitre plate in a 1:1 ratio with final bacteria concentration of approximately "5 × 10 5 " cfu/mL. The inoculated microtitre plates were incubated at 37 °C for 24 h. The MIC was determined as the lowest concentration of the test compound that exhibits no visible growth. A further confirmative test was done by adding 30 µL of MTT dye (Sigma) to each well. Wells with color changes within 30-60 min incubation at room temperature were scored as positive growth. The lowest concentration of the tested compound that exhibits no color changes (yellow) is determined as the MIC value.
MBC Determination
The MBC, minimal bactericidal concentration was tested by sub culturing 100 µL from each well of the incubated plate into Mueller Hinton Agar. The MBC was determined as the lowest concentration of the test compound that exhibits no viable microorganism growth on the Mueller Hinton Agar plate. The antimicrobial compound is regarded as bactericidal if the MBC is not more than four times the MIC.
Conclusions
In conclusion, Schiff-based complexes were highly inhibitive only against the Gram positive bacterium MRSA, and as such could be potential antibacterial drugs to control MRSA nosocomial infections in hospital settings.
